RIAICIGIC|T|T]

pQB4a Vector

pQB4 RINEHLE NRIREE D TSESEPNES MRITHIERS ER AL, 2RI B2 L{VRER
SHRR. MHER. HSRRESVETH, FRNEMREREE, Eithk pQB4 X 3772bp,

pQB4 HIEHIER TP HESIRIGERBHF—p10 BeiF, HEERTFSRIBINFEEBANT
lobster 121 leader!!, fEZREMSEEANT pl0 3-UTRY, IXETAERREIGRINRERAIRIAE,

pQB4 RINFHLRA T RRWIZTT, FNETTH ISR TR, AR LURIELRRE2H TS,
[1] Sano K, Maeda K, Oki M, Maéda Y. FEBS Lett. 2002 Dec 4;532(1-2):143-6.
[2] van Oers MM, Vlak JM, Voorma HO, Thomas AAM. J Gen Virol. 1999 Aug;80 (Pt 8):2253-2262.

/ AmpR-ColEI ori \‘
H multiple cloning site '
\ Sacll Xbal  Ncol BamHI Pstl Hindlll Nhel  Xhol  EcoRl BspEl Bipl Sphl U

~ L4
~4 602 [p10 promoter [L21| CCATEGGATCCCTGCAGAAGCTTGCTAGCCTCGAGGAATTCTCCGGATAA [p10 IUTR| 1629 |-
MetGlySerLeuGlnLysLeuAlaSerLeuGluGluPheSerGly***

EHER K A

pOB4  mmm e
pPOB4a 6x His—-—--—--—--—---—--———-—————— - ——————
pOB4db - 8x His
pPQOB4c Flag-—-—=———-——=—————————————— - ———————
poB4d @ - Flag
pOB4e HA--———--——
pOB4f - HA
POB4g o
poB4h Myc
PQOB4] GST-————————————————— - ———————-—
pPQOB4s gp64 sp-———-—-—-—-—-— - -
POB4t gp64 sp-———————————————————————————— 8x His
pPQOB4u gp64 sp-——--———--——————— - Flag
pOB4v gp64 sp--————--———--—— - HA
pPOB4w gp64 Sp-————--—--—--— - oo Myc

pQB4a FHIFHE: [ E%hlE  Corghy

HindIIT Bmitl
Mool BamHI Pstl Nhel Xhol EcoRI BspEI

TATTTACAATCTCTAGAAACTCCTAAAAAA CCGCCACCATGETCCATCATCACCACCATCACCTTGTECCTCGCGEATCCCTECAGAAGCTTGC TAGCCTCGAGGAATTCTCCGRATAAGCTGAGCATEA

AR AR AR AR AR AR R R R R e R R

ATAAATGTTAGAGATCTTTGAGGATTT TTTGGLEETEETACCAGGTAGTAGTGETEETAGTGEAACACGGAGCGLCTAGGGACGTCTTCGAACGATCGEAGCTCCTTAAGAGGCCTATTCGACTCGTACT

L 1 1 1 1 5 1 1— 1 1 1 5 1
MetWal His His His His His HisLeuVal Profrg Gly SerLeuGlnLys Leu &la SerLeu Glu GluPheSerGly B
el '—+ I .- - - [in frame with thrombin site) ----#
pl0 promaoter ATG thrombin site pl0 3'UTR

pPQB4a FaF/Z RN~ TE



RIAICIGIC|T|T]

pQB4b Vector

pQB4 RINEHLE NRIREE D TSESEPNES MRITHIERS ER AL, 2RI B2 L{VRER
SHRR. MHER. HSRRESVETH, FRNEMREREE, Eithk pQB4 X 3772bp,

pQB4 HIEHIER TP HESIRIGERBHF—p10 BeiF, HEERTFSRIBINFEEBANT
lobster 121 leader!!, fEZREMSEEANT pl0 3-UTRY, IXETAERREIGRINRERAIRIAE,

pQB4 RINFHLRA T RRWIZTT, FNETTH ISR TR, AR LURIELRRE2H TS,
[1] Sano K, Maeda K, Oki M, Maéda Y. FEBS Lett. 2002 Dec 4;532(1-2):143-6.
[2] van Oers MM, Vlak JM, Voorma HO, Thomas AAM. J Gen Virol. 1999 Aug;80 (Pt 8):2253-2262.

/ AmpR-ColEI ori \‘
H multiple cloning site '
\ Sacll Xbal  Ncol BamHI Pstl Hindlll Nhel  Xhol  EcoRl BspEl Bipl Sphl U

~ L4
~4 602 [p10 promoter [L21| CCATEGGATCCCTGCAGAAGCTTGCTAGCCTCGAGGAATTCTCCGGATAA [p10 IUTR| 1629 |-
MetGlySerLeuGlnLysLeuAlaSerLeuGluGluPheSerGly***

EHER K A

pOB4  mmm e
pPOB4a 6x His—-—--—--—--—---—--———-—————— - ——————
pOB4db - 8x His
pPQOB4c Flag-—-—=———-——=—————————————— - ———————
poB4d @ - Flag
pOB4e HA--———--——
pOB4f - HA
POB4g o
poB4h Myc
PQOB4] GST-————————————————— - ———————-—
pPQOB4s gp64 sp-———-—-—-—-—-— - -
POB4t gp64 sp-———————————————————————————— 8x His
pPQOB4u gp64 sp-——--———--——————— - Flag
pOB4v gp64 sp--————--———--—— - HA
pPOB4w gp64 Sp-————--—--—--— - oo Myc

pQB4b FRAMH(E: [ E%hlE Cofigshy

BamHI HindIII Bmtl
Pstl Nhel Xhol EcoRI BspEI

TATTTACAATCTCTAGAAACTCCTAAAAAACCGCCACCATGEEATCCCTECAGAAGLTTEC TAGLCTCGAGGAATTCTCCGEACACCACCATCACCATCACCATCACTAAGCTGAGCATGAATCGTTTTT

B Rl B A R s maa e e L R A e e B L R D

ATAAATGTTAGAGATCTTTGAGBATTTTTTGECGETGETACCCTAGGGACGTCTTCGAACGATCGEAGCTCCTTAAGAGGLLTGTGETEETAGTGEGTAGTGGTAGTGATTCGACTCGTACTTAGCAAAAA

L 1- 1 1 1 5 1 1 1

MetGlySerLeuGinlys LeualaSerLew Glu GluPheSerGlyHis HisHisHisHisHis HisHis B
— | SR lin rame with ATG)  =------- T [piosUTR
pl0 promaoter ATGE

PQB4b EEpF/Z e AT E
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pQB4t Vector

pQB4 RINEHLE NRIREE D TSESEPNES MRITHIERS ER AL, 2RI B2 L{VRER
SHRR. MHER. HSRRESVETH, FRNEMREREE, Eithk pQB4 X 3772bp,

pQB4 HIEHIER TP HESIRIGERBHF—p10 BeiF, HEERTFSRIBINFEEBANT
lobster 121 leader!!, fEZREMSEEANT pl0 3-UTRY, IXETAERREIGRINRERAIRIAE,

pQB4 RINFHLRA T RRWIZTT, FNETTH ISR TR, AR LURIELRRE2H TS,
[1] Sano K, Maeda K, Oki M, Maéda Y. FEBS Lett. 2002 Dec 4;532(1-2):143-6.
[2] van Oers MM, Vlak JM, Voorma HO, Thomas AAM. J Gen Virol. 1999 Aug;80 (Pt 8):2253-2262.

/ AmpR-ColEI ori “
H multiple cloning site '
\ Sacll Xbal  Ncol BamHI| Pstl Hindlll Nhel  Xhol  EcoRl BspEl Bipl Sphl U

L4

MetGlySerLeuGlnLysLeuAlaSerLeuGluGluPheSerGly***

EHER K A

pOB4  mmm e
pPOB4a 6x His—-—--—--—--—---—--———-—————— - ——————
pOB4db - 8x His
pPQOB4c Flag-—-—=———-——=—————————————— - ———————
poB4d @ - Flag
pOB4e HA--———--——
pOB4f - HA
POB4g o
poB4h Myc
PQOB4] GST-————————————————— - ———————-—
pPQOB4s gp64 sp-———-—-—-—-—-— - -
POB4t gp64 sp-———————————————————————————— 8x His
pPQOB4u gp64 sp--———--——-—-———-—— - ——— Flag
pOB4v gp64 sp--————--———--—— - HA
pPOB4w gp64 Sp-————--—--—--— - oo Myc

pQB4t FRYASE: [ & Corssy S

ATTAARATACTATACTGTAAATTACATTTTATTTACAATCTCTAGAAACTCCTAAAAAACCECCACCATGETAGGLGCTATTEGTT T TATACGTGCTTT TGECGECEECEETECCGCATTCTEGCCTTTELGE
R
TAATTTTATGATATGACATT TAATGTAAAATAAATGTTAGAGATCTT TGAGGATT T TTTGGCGETEETACCATCCGLEATAACAAAATATGCACGAAAACCGLCGLCGLCACGGLETAAGACGEAAACGT

]- 1 1 1 1 1 ]-0 1 1 1 1 ]-5 1 1 1 1 20 1
Metval Glyﬁ«la I|F_- ‘U"al Leu Tyr Val LeuLeuAla Ala AlaVal PreHis SerflaPhedla
pl0 promoter | BmMNPW gp6dsp
HindIII Bmitl
BamHI Pstl Nhel Xhol EcoRI BspEI

GGATCCCTECAGAAGCTTGCTAGCCTCGAGGAATTCTCCGEACACCACCATCACCATCACCATCACTAAGCTGAGCATGAATCGTT T T TAAAATAACAAATCAATTGTTT TATAATATTCGTACGATTCT

CCTAGGGACGTCTTCGAACGATCGGAGCTCCTTAAGAGGCCTGTGETGETAGTGGTAGTGGTAGTGATTCGACTCGTACTTAGCAAAAATT T TATTGT T TAGTTAACAAAATATTATAAGCATGCTAAGA
1, v 5 4 4

GlySerLeuGlnLys Leu AlaSerLeu GluGluPheSerGly His His His His His His His His
————— (in frame with BmNPY gpeasp) - - - -+ [T plO3'UTR

MCS

pQB4t [R5/ Z e R AT E



